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□l: AF125253 . Reports Homo sapiens trun...[gi: 12002211] 
Features Sequence 



AF125253 2864 bp mRNA lii 

Homo sapiens truncated epidermal growth facto: 
(EGFR) mRNA, complete . cds . 
AF125253 

AF125253.1 61:12002211 



ACCESSION 
VERSION 
KEYWORDS 
SOURCE 

ORGANISM 



AUTHORS 

TITLE 

JOURNAL 



Homo sapiens (human) 
Homo sapiens 

Eukaryota; Metazoa; Chordata; Craniata; Vertebrata; Euteleostomi ; 
Mammalia; Eutheria; Euarchontoglires ; Primates; Haplorrhini; 
Catarrhini; Hominidae; Homo. 

1 (bases 1 to 2864) 

Reiter,J.L., Threadgill , D.W . , Eley,G.D. , Strunk,K.E., 
Daniel sen, A. J. , Schehl Sinclair, C, Pearsall , R . S . , Green, P. J., 
Yee,D., Lampland,A.L. , Balasubramaniam, S . , Crossley , T.D . , 
Magnuson,T.R. , James, CD. and Maihle,N.J. 

Comparative genomic sequence analysis and isolation of human and 
mouse alternative EGFR transcripts encoding truncated receptor 
isof orms 

Genomics 71 (1), 1-20 (2001) 
11161793 

2 (bases 1 to 2864) 
Reiter, J.L. 

Direct Submission 

Submitted (01-FEB-1999) Biochemistry and Molecular Biology, Mayo 
Clinic, 200 First St. SW, Rochester, MN 55905, USA 
Location/Qualifiers 
1. .2864 

/organism="Homo sapiens" 
/mol_type= "mRNA" 
/ db_xr e f = " t axon : 9606 " 
/ chr omo s ome = " 7 " 
/map= " 7pll . 2 -pl2 " 
/tissue_type= "placenta" 
1. .2864 
/gene="EGFR" 
246. .2363 
/gene=" EGFR" 

/note="ERBBl; alternative transcript encoding only the 
extracellular domain of the receptor" 
/codon_start=l 

/product=" truncated epidermal growth factor receptor 
precursor" 

/protein id=" AAG43240 ■ 1 " 
/db_xref ="GI : 12002212" 

/translation " MRPSGTAGAALLALLAALCPASRALEEKKVCQGTSNKLTQLGTF 
EDHFLSLQRMFNNCEWLGNLEITYVQRNYDLSFLKTIQEVAGYVLIALNTVERIPLE 
NLQIIRGNMYYENSYAIjAVLSNYDANKTGLKELPMRNLQEILHGAVRFSlOTPALCNVE 
SIQWRDIVSSDFLSNMSMDFQNHLGSCQKCDPSCPNGSCWGAGEENCQKLTKIICAQQ 
CSGRCRGKSPSDCCHNQCAAGCTGPRESDCLVCRKFRDEATCKDTCPPLMLYNPTTYQ 
MDWPEGKYSFGATCTKKCPRNYVVTDHGSCVRACGADSYEMEEDGVRKCKKCEGPCR 
KVCNGIGIGEFKDSLSINATNIKHFKNCTSISGDLHILPVAFRGDSFTHTPPLDPQEL 
DILKTVKEITGFLLIQAWPENRTDLHAFENLEIIRGRTKQHGQFSLAWSLNITSLGL 
RSLKEISDGDVIISGNKNLCYANTINWKKLFGTSGQKTKIISNRGENSCKATGQVCHA 
LCSPEGCWGPEPRDCVSCRNVSRGRECVDKCNLLEGEPREFVENSECIQCHPECLPQA 
MNITCTGRGPDNCIQCAHYIDGPHCVKTCPAGVMGENNTLVWKYADAGHVCHLCHPNC 
TYGPGNESLKAMLFCLFKLSSCNQSNDGSVSHQSGSPAAQESCLGWIPSLLPSEFQLG 
WGGCSHLHAWPSASVI I TAS SCH " 
de 246.. 317 
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/gene=" EGFR" 
mat peptide 318.. 2360 

/gene=" EGFR " 

/product=" truncated epidermal growth factor receptor" 
polyA signal 2821. .2826 

/gene="EGFR" 
polyA signal 2832.-2837 

/gene="EGFR" 
polyA site 2847 

/gene="EGFR" 
polyA site 2855 

/gene="EGFR" 
polyA site 2862 

/gene="EGFR" 
polyA site 2864 

/gene="EGFR" 

ORIGIN 

1 cccggcgcag cgcggccgca gcagcctccg ccccccgcac ggtgtgagcg cccgccgcgg 
61 ccgaggcggc cggagtcccg agctagcccc ggcggccgcc gccgcccaga ccggacgaca 
121 ggccacctcg tcggcgtccg cccgagtccc cgcctcgccg ccaacgccac aaccaccgcg 
181 cacggccccc tgactccgtc cagtattgat cgggagagcc ggagcgagct cttcggggag 
241 cagcgatgcg accctccggg acggccgggg cagcgctcct ggcgctgctg gctgcgctct 
301 gcccggcgag tcgggctctg gaggaaaaga aagtttgcca aggcacgagt aacaagctca 
361 cgcagttggg cacttttgaa gatcattttc tcagcctcca gaggatgttc aataactgtg 
421 aggtggtcct tgggaatttg gaaattacct atgtgcagag gaattatgat ctttccttct 
481 taaagaccat ccaggaggtg gctggttatg tcctcattgc cctcaacaca gtggagcgaa 
541 ttcctttgga aaacctgcag atcatcagag gaaatatgta ctacgaaaat tcctatgcct 
601 tagcagtctt atctaactat gatgcaaata aaaccggact gaaggagctg cccatgagaa 
661 atttacagga aatcctgcat ggcgccgtgc ggttcagcaa caaccctgcc ctgtgcaatg 
721 tggagagcat ccagtggcgg gacatagtca gcagtgactt tctcagcaac atgtcgatgg 
781 acttccagaa ccacctgggc agctgccaaa agtgtgatcc aagctgtccc aatgggagct 
841 gctggggtgc aggagaggag aactgccaga aactgaccaa aatcatctgt gcccagcagt 
901 gctccgggcg ctgccgtggc aagtccccca gtgactgctg ccacaaccag tgtgctgcag 
961 gctgcacagg cccccgggag agcgactgcc tggtctgccg caaattccga gacgaagcca 
1021 cgtgcaagga cacctgcccc ccactcatgc tctacaaccc caccacgtac cagatggatg 
1081 tgaaccccga gggcaaatac agctttggtg ccacctgcgt gaagaagtgt ccccgtaatt 
1141 atgtggtgac agatcacggc tcgtgcgtcc gagcctgtgg ggccgacagc tatgagatgg 
1201 aggaagacgg cgtccgcaag tgtaagaagt gcgaagggcc ttgccgcaaa gtgtgtaacg 
1261 gaataggtat tggtgaattt aaagactcac tctccataaa tgctacgaat attaaacact 
1321 tcaaaaactg cacctccatc agtggcgatc tccacatcct gccggtggca tttaggggtg 
1381 actccttcac acatactcct cctctggatc cacaggaact ggatattctg aaaaccgtaa 
1441 aggaaatcac agggtttttg ctgattcagg cttggcctga aaacaggacg gacctccatg 
1501 cctttgagaa cctagaaatc atacgcggca ggaccaagca acatggtcag ttttctcttg 
1561 cagtcgtcag cctgaacata acatccttgg gattacgctc cctcaaggag ataagtgatg 
1621 gagatgtgat aatttcagga aacaaaaatt tgtgctatgc aaatacaata aactggaaaa 
1681 aactgtttgg gacctccggt cagaaaacca aaattataag caacagaggt gaaaacagct 
1741 gcaaggccac aggccaggtc tgccatgcct tgtgctcccc cgagggctgc tggggcccgg 
1801 agcccaggga ctgcgtctct tgccggaatg tcagccgagg cagggaatgc gtggacaagt 
1861 gcaaccttct ggagggtgag ccaagggagt ttgtggagaa ctctgagtgc atacagtgcc 
1921 acccagagtg cctgcctcag gccatgaaca tcacctgcac aggacgggga ccagacaact 
1981 gtatccagtg tgcccactac attgacggcc cccactgcgt caagacctgc ccggcaggag 
2041 tcatgggaga aaacaacacc ctggtctgga agtacgcaga cgccggccat gtgtgccacc 
2101 tgtgccatcc aaactgcacc tacgggccag gaaatgagag tctcaaagcc atgttattct 
2161 gcctttttaa actatcatcc tgtaatcaaa gtaatgatgg cagcgtgtcc caccagagcg 
2221 ggagcccagc tgctcaggag tcatgcttag gatggatccc ttctcttctg ccgtcagagt 
2281 ttcagctggg ttggggtgga tgcagccacc tccatgcctg gccttctgca tctgtgatca 
2341 tcacggcctc ctcctgccac tgagcctcat gccttcacgt gtctgttccc cccgcttttc 
2401 ctttctgcca cccctgcacg tgggccgcca ggttcccaag agtatcctac ccatttcctt 
2461 ccttccactc cctttgccag tgcctctcac cccaactagt agctaaccat cacccccagg 
2521 actgacctct tcctcctcgc tgccagatga ttgttcaaag cacagaattt gtcagaaacc 
2581 tgcagggact ccatgctgcc agccttctcc gtaattagca tggccccagt ccatgcttct 
2641 agccttggtt ccttctgccc ctctgtttga aattctagag ccagctgtgg gacaattatc 
2701 tgtgtcaaaa gccagatgtg aaaacatctc aataacaaac tggctgcttt gttcaatgct 
2761 agaacaacgc ctgtcacaga gtagaaactc aaaaatattt gctgagtgaa tgaacaaatg 
2821 aataaatgca taataaataa ttaaccacca atccaacatc caga 
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